UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol [nucleus mitochndrion en(?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q93050 \VPP1 HUMAN |Homo V-type |19.994096 NaN T250;T360;T364 |37217939 MGELFRSEEMTLAQLFLQSEAAYCC [True True 4.719 [4.536 |1.855 2.183 4.582 5.0 4.309
sapiens proton IVSELGELGKVQFRDLNPDVNVFQRK

ATPase FVNEVRRCEEMDRKLRFVEKEIRKA

116 NIPIMDTGENPEVPFPRDMIDLEAN

kDa FEKIENELKEINTNQEALKRNFLELT

subunit ELKFILRKTQQFFDEMADPDLLEES

a1l SSLLEPSEMGRGTPLRLGFVAGVIN

RERIPTFERMLWRVCRGNVFLRQAE
IENPLEDPVTGDYVHKSVFIIFFQGD
QLKNRVKKICEGFRASLYPCPETPQE
RKEMASGVNTRIDDLQMVLNQTED
HRQRVLQAAAKNIRVWFIKVRKMKA
IYHTLNLCNIDVTQKCLIAEVWCPVT
DLDSIQFALRRGTEHSGSTVPSILNR
MQTNQTPPTYNKTNKFTYGFQNIVD
IAYGIGTYREINPAPYTIITFPFLFAVM
FGDFGHGILMTLFAVWMVLRESRIL
SQKNENEMFSTVFSGRYIILLMGVF
SMYTGLIYNDCFSKSLNIFGSSWSV
RPMFTYNWTEETLRGNPVLQLNPAL
PGVFGGPYPFGIDPIWNIATNKLTFL
NSFKMKMSVILGIIHMLFGVSLSLF
NHIYFKKPLNIYFGFIPEIIFMTSLFG
[YLVILIFYKWTAYDAHTSENAPSLLIH
FINMFLFSYPESGYSMLYSGQKGIQ
CFLVVVALLCVPWMLLFKPLVLRRQ
YLRRKHLGTLNFGGIRVGNGPTEED
AEIIQHDQLSTHSEDADEPSEDEVFD
FGDTMVHQAIHTIEYCLGCISNTASY
LRLWALSLAHAQLSEVLWTMVIHIG
LSVKSLAGGLVLFFFFTAFATLTVAIL
LIMEGLSAFLHALRLHWVEFQNKFY
SGTGFKFLPFSFEHIREGKFEE




