
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

0

Q93084 AT2A3_HUMAN Homo
sapiens

Sarcoplasmic/endoplasmic
reticulum	calcium	ATPase
3

32.60217 T534;T1014
(Q93084-1)

S17;T19;S25;T415;S662 35469018;29351928 MEAAHLLPAADVLRHFSVTAEGGLS
PAQVTGARERYGPNELPSEEGKSLW
ELVLEQFEDLLVRILLLAALVSFVLA
WFEEGEETTTAFVEPLVIMLILVANA
IVGVWQERNAESAIEALKEYEPEMG
KVIRSDRKGVQRIRARDIVPGDIVEV
AVGDKVPADLRLIEIKSTTLRVDQSIL
TGESVSVTKHTEAIPDPRAVNQDKK
NMLFSGTNITSGKAVGVAVATGLHT
ELGKIRSQMAAVEPERTPLQRKLDE
FGRQLSHAISVICVAVWVINIGHFAD
PAHGGSWLRGAVYYFKIAVALAVAAI
PEGLPAVITTCLALGTRRMARKNAIV
RSLPSVETLGCTSVICSDKTGTLTTN
QMSVCRMFVVAEADAGSCLLHEFTI
SGTTYTPEGEVRQGDQPVRCGQFDG
LVELATICALCNDSALDYNEAKGVYE
KVGEATETALTCLVEKMNVFDTDLQ
ALSRVERAGACNTVIKQLMRKEFTL
EFSRDRKSMSVYCTPTRPHPTGQGS
KMFVKGAPESVIERCSSVRVGSRTA
PLTPTSREQILAKIRDWGSGSDTLRC
LALATRDAPPRKEDMELDDCSKFVQ
YETDLTFVGCVGMLDPPRPEVAACIT
RCYQAGIRVVMITGDNKGTAVAICRR
LGIFGDTEDVAGKAYTGREFDDLSPE
QQRQACRTARCFARVEPAHKSRIVE
NLQSFNEITAMTGDGVNDAPALKKA
EIGIAMGSGTAVAKSAAEMVLSDDN
FASIVAAVEEGRAIYSNMKQFIRYLIS
SNVGEVVCIFLTAILGLPEALIPVQLL
WVNLVTDGLPATALGFNPPDLDIME
KLPRSPREALISGWLFFRYLAIGVYV
GLATVAAATWWFVYDAEGPHINFYQ
LRNFLKCSEDNPLFAGIDCEVFESR
FPTTMALSVLVTIEMCNALNSVSEN
QSLLRMPPWMNPWLLVAVAMSMA
LHFLILLVPPLPLIFQVTPLSGRQWV
VVLQISLPVILLDEALKYLSRNHMHE
EMSQK

None None None None None None None None


