UniprotKB Entry name organism full oglcnacscore o'glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
Q94798 Q94798 _TRYCR|[Trypanosoma [NaN [19.946178 NaN NaN 30984116 MSRHHFYSAVLLLVVMMCCGFGAA |None None None [None None None None None None

cruzi

HAVESNLRDAQMPQWVDIFVSGKT
RVLAKDGTEVGASDSFGAGSPVIAG
GVMAVVTTGNFLRDPVIFLSQSDVV
GGYFNPAWDWSFLVAKVSEDTWRA
HTVFHTANETELVGVARLPTTIGKG
NKVYLLVESYEKKYDGAAKKWTTDG
KDIKLIVGDARPSTGRRESGTIIWGD
PTSLLQQLTPETQTELKKLAPFGGAG
VLMENGTLVFPLSGTNEQRGHSNRI
TYSTDDGTNWVFPAGTPPAECVGISI
TEWETGQILMVTGCTIGRKVYESRD
MGTTWTEAVGTLPGVWVNARSGTR
'WTVDLSVGSLITATIEGVKVMLYTHK
RYRTLGEKGEGALSLCHGQQPHVLG
LDRFMWRVFWSETVSNNLLHSDGA
LHITRLTYTGAGTVISLARLTRELETI
KSTLSNWKKLDASFSKSSTPTAGLV
GFLSNAASDDTWLDDYGCVNANVT
RATKVHNGFKFMGAGSKAVWPVNT
WEENTYYGFVNHDFTVVATVVIHKA
PSESTPLLGAGLGDNDGTKFIGLSYD
ANRNWETVFSAKKTASGSTWEPGK
EYQVALMLQGANKGSVYVDAKLVGS
PETLPTPETRGAEITHFYIGGDEGDS
GSDLTVTNSFLYNRPLSEDELKMVK
KKEDSVRGDVSRVLPLLLLGLWGLT
GLY




