UniprotKB Entry name |organism full oglcnacscore o-glcnac phosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma eXtI:aCEIlul
ID name sites reticulum |apparatus membrane region
Q95V55 FOXO DROME |Drosophila Forkhead [25.496522 NaN 'T44;S75;S190;S259;S262;S263;S26 (33925313 MMDGYAQEWPRLTHTDNGLAMDQ [None None None |[None None None None None None
melanogaster |box 8 LGGDLPLDVGFEPQTRARSNTWPCP
protein O RPENFVEPTDELDSTKASNQQLAPG

DSQQAIQNANAAKKNSSRRNAWGN
LSYADLITHAIGSATDKRLTLSQIYEW
MVQNVPYFKDKGDSNSSAGWKNSI
RHNLSLHNRFMRVQNEGTGKSSW
IWMLNPEAKPGKSVRRRAASMETSR
YEKRRGRAKKRVEALRQAGVVGLND
IATPSPSSSVSEGLDHFPESPLHSGG
GFQLSPDFRQRASSNASSCGRLSPIR
IAQDLEPDWGFPVDYQNTTMTQAHA
QALEELTGTMADELTLCNQQQQGF
SAASGLPSQPPPPPYQPPQHQQAQQ
QQQQQSPYALNGPASGYNTLQPQSQ
CLLHRSLNCSCMHNARDGLSPNSV
TTTMSPAYPNSEPSSDSLNTYSNVV
LDGPADTAALMVQQQQQQQQQQQL
SASLEGQCLEVLNNEAQPIDEFNLE
NFPVGNLECNVEELLQQEMSYGGL
LDINIPLATVNTNLVNSSSGPLSISNI
SNLSNISSNSGSSLSLNQLQAQLQQ
QQQQQQAQQQQQAQQQQQQHQQ
HQQQLLLNNNNNSSSSLELATQTA
TTNLNARVQYSQPSVVTSPPSWVH




