}Jl;l iprotKB Entry name organism [full name |oglcnacscore oglcnac phosphorylation |,y yyy¢ sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma Jexti
sites  [sites reticulum |apparatus membrane [reg
Q969G3 SMCE1 _HUMAN [Homo SWI/SNF- |12.098775 NaN S265 33214551;30379171;38665916;347 |[MSKRPSYAPPPTPAPATQMPSTPGF ([True False 1.073 [5.0 1.772 0.782 False 1.16 1.1C
sapiens |related 25712;40914422;34019948 IVGYNPYSHLAYNNYRLGGNPGTNSR
matrix- IVTASSGITIPKPPKPPDKPLMPYMRY
associated SRKVWDQVKASNPDLKLWEIGKIIG
actin- GMWRDLTDEEKQEYLNEYEAEKIEY
dependent NESMKAYHNSPAYLAYINAKSRAEA
regulator IALEEESRQRQSRMEKGEPYMSIQPA
of EDPDDYDDGFSMKHTATARFQRNH
chromatin RLISEILSESVVPDVRSVVTTARMQV
subfamily LKRQVQSLMVHQRKLEAELLQIEER
E member HQEKKRKFLESTDSFNNELKRLCGL
1 KVEVDMEKIAAEIAQAEEQARKRQE
EREKEAAEQAERSQSSIVPEEEQAA
INKGEEKKDDENIPMETEETHLEETT
ESQQNGEEGTSTPEDKESGQEGVDS
MAEEGTSDSNTGSESNSATVEEPPT
DPIPEDEKKE




