UniprotKB Entry name organism full oglcnacscore oglcnac phosphorylation sites [PMIDS |[sequence intracellular |extracellular cytosol [nucleus mitochndrion en«!oplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus membrane [region
Q969G5 CAVN3_HUMAN Homo Caveolae- |17.826004 NaN S62;570;S165;5S166;S173|38665916  MRESALERGPVPEAPAGGPVHAVTV |False True 3.756 |2.791 1.411 1.109 1.271 5.0 2.193
sapiens associated IVTLLEKLASMLETLRERQGGLARRQ
protein 3 GGLAGSVRRIQSGLGALSRSHDTTS

NTLAQLLAKAERVSSHANAAQERAV
RRAAQVQRLEANHGLLVARGKLHVL
LFKEEGEVPASAFQKAPEPLGPADQ
SELGPEQLEAEVGESSDEEPVESRA
QRLRRTGLQKVQSLRRALSGRKGPA
IAPPPTPVKPPRLGPGRSAEAQPEAQP
IALEPTLEPEPPQDTEEDPGRPGAAEE
IALLQMESVA




