}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extr.acelll
name sites sites reticulum |apparatus membrane [region
Q969L4 LSM10_HUMAN [Homo u7 25.249616 T29;T30 [NaN 35254053;40596516;39894887 MAVSHSVKERTISENSLIILLQGLQG [True False 0.891 (5.0 0.844 False False False 0.844
sapiens snRNA- RVITVDLRDESVAHGRIDNVDAFMN
associated IRLAKVTYTDRWGHQVKLDDLFVTG
Sm-like RNVRYVHIPDDVNITSTIEQQLQIIHR
protein IVRNFGGKGQGRWEFPPKNCK
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