}Jl;l iprotkB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q969X5 ERGI1_HUMAN [Homo Endoplasmic |17.826004 NaN NaN 38665916 MPFDFRRFDIYRKVPKDLTQPTYTGA |True False 0.957 [4.539 1.034 3.609 3.624 3.158 0.739
sapiens [reticulum- IISICCCLFILFLFLSELTGFITTEVVN

Golgi ELYVDDPDKDSGGKIDVSLNISLPNL

intermediate HCELVGLDIQDEMGRHEVGHIDNS

compartment MKIPLNNGAGCRFEGQFSINKVPGN

protein 1 FHVSTHSATAQPQNPDMTHVIHKLS

FGDTLQVQNIHGAFNALGGADRLTS
NPLASHDYILKIVPTVYEDKSGKQRY
SYQYTVANKEYVAYSHTGRIIPAIWF
RYDLSPITVKYTERRQPLYRFITTICAI
IGGTFTVAGILDSCIFTASEAWKKIQL
GKMH




