
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q96AE7 TTC17_HUMAN Homo
sapiens

Tetratricopeptide
repeat	protein	17

18.760995 S186;S706 NaN 38665916;35254053;35289036 MAAAVGVRGRYELPPCSGPGWLLSL
SALLSVAARGAFATTHWVVTEDGKI
QQQVDSPMNLKHPHDLVILMRQEA
TVNYLKELEKQLVAQKIHIEENEDR
DTGLEQRHNKEDPDCIKAKVPLGDL
DLYDGTYITLESKDISPEDYIDTESPV
PPDPEQPDCTKILELPYSIHAFQHLR
GVQERVNLSAPLLPKEDPIFTYLSKR
LGRSIDDIGHLIHEGLQKNTSSWVLY
NMASFYWRIKNEPYQVVECAMRAL
HFSSRHNKDIALVNLANVLHRAHFS
ADAAVVVHAALDDSDFFTSYYTLGNI
YAMLGEYNHSVLCYDHALQARPGFE
QAIKRKHAVLCQQKLEQKLEAQHRS
LQRTLNELKEYQKQHDHYLRQQEIL
EKHKLIQEEQILRNIIHETQMAKEAQ
LGNHQICRLVNQQHSLHCQWDQPV
RYHRGDIFENVDYVQFGEDSSTSSM
MSVNFDVQSNQSDINDSVKSSPVA
HSILWIWGRDSDAYRDKQHILWPKR
ADCTESYPRVPVGGELPTYFLPPENK
GLRIHELSSDDYSTEEEAQTPDCSIT
DFRKSHTLSYLVKELEVRMDLKAKM
PDDHARKILLSRINNYTIPEEEIGSFL
FHAINKPNAPIWLILNEAGLYWRAV
GNSTFAIACLQRALNLAPLQYQDVPL
VNLANLLIHYGLHLDATKLLLQALAI
NSSEPLTFLSLGNAYLALKNISGALE
AFRQALKLTTKCPECENSLKLIRCM
QFYPFLYNITSSVCSGTVVEESNGSD
EMENSDETKMSEEILALVDEFQQA
WPLEGFGGALEMKGRRLDLQGIRVL
KKGPQDGVARSSCYGDCRSEDDEAT
EWITFQVKRVKKPKGDHKKTPGKKV
ETGQIENGHRYQANLEITGPKVASP
GPQGKKRDYQRLGWPSPDECLKLR
WVELTAIVSTWLAVSSKNIDITEHID
FATPIQQPAMEPLCNGNLPTSMHTL
DHLHGVSNRASLHYTGESQLTEVLQ
NLGKDQYPQQSLEQIGTRIAKVLEK
NQTSWVLSSMAALYWRVKGQGKKA
IDCLRQALHYAPHQMKDVPLISLANI
LHNAKLWNDAVIVATMAVEIAPHFA
VNHFTLGNVYVAMEEFEKALVWYE
STLKLQPEFVPAKNRIQTIQCHLMLK
KGRRSP

True True 4.562 1.476 0.75 1.348 2.309 4.432 0.814


