UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane |region
Q96B70 LENG9_HUMAN Homo Leukocyte [31.721041 NaN NaN 28411811;39894887 MGSRPPCGATSSARRACQFPAPMAA |False False 1.25 0.516  [2.016 False False False False
sapiens receptor IAREPELPQEAPATEPAPPPACRFFLE
cluster GRCRFGARCRQPHPGAPAPPGREAQ
member 9 PEAGAKKPPLRTAADVIQRIRWDPRL

DPADFSVGYVDRFLGVREEPFSAFC
WDQPLAALGPGVLAVPQHRVRFFRF
HGRLVWDRASRTDLVFGSGSAAGR
GPTILDAPNTEGAHGAEGAEWTLAG
TGQEAQAAPKRGSTRPLCTGHQEPG
VEEPGELEAAQERALGTAADLGTLA
PRGRLAGVTEEALKPTAATRTTLLGG
KEAQALGVPGGSAETTEAEWGPAA
WPEDKRARLSVAAPCQPRPTHFVAL
MVTEPGLQAEVTKAQEYLVHVAPHC
IANFLVPSQNLHLTLALLRLAGAGEE
IAAAIGALRRALLAPGLNAPPRLSFRK
LVLLGPHVLCAPPSPTLESMAQVLS
QRLEAEGLSTLQSPGQLHPHLTVAK
IVPHGSQVHLPKLEFTLSQEVGCQPL
QTLWLCRIGRTGGPFQPLAEIRLE




