UniprotKB Entry name |organism [full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em:!oplasmnc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane region
Q96C23 GALM_HUMAN [Homo Galactose [17.826004 NaN S14;S124 38665916 MASVITRAVFGELPSGGGTVEKFQLQ |False False 2.784 [2.733  [1.848 1.262 1.542 1.454 4.323

sapiens |mutarotase

SDLLRVDIISWGCTITALEVKDRQGR
ASDVVLGFAELEGYLQKQPYFGAVIG
RVANRIAKGTFKVDGKEYHLAINKEP
NSLHGGVRGFDKVLWTPRVLSNGV
QFSRISPDGEEGYPGELKVWVTYTL
DGGELIVNYRAQASQATPVNLTNHS
YFNLAGQASPNINDHEVTIEADTYLP
VDETLIPTGEVAPVQGTAFDLRKPVE
LGKHLQDFHLNGFDHNFCLKGSKE
KHFCARVHHAASGRVLEVYTTQPGV
QFYTGNFLDGTLKGKNGAVYPKHSG
FCLETQNWPDAVNQPRFPPVLLRPG
EEYDHTTWFKFSVA




