}J];l iprotkB Entry name |organism full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en('loplasmlc golgi plasma extl.‘acellular
sites sites reticulum apparatus membrane region
Q96CG3 TIFA_HUMAN [Homo TRAF- 28.275761 NaN T9 39894887 MTSFEDADTEETVTCLQMTVYHPG (True False 4.641 |3.279 |0.899 False False 0.769 1.484
sapiens interacting QLQCGIFQSISFNREKLPSSEVVKFG

protein RNSNICHYTFQDKQVSRVQFSLQLF

with FHA KKFNSSVLSFEIKNMSKKTNLIVDSR

domain- ELGYLNKMDLPYRCMVRFGEYQFL

containing MEKEDGESLEFFETQFILSPRSLLQE

protein A NNWPPHRPIPEYGTYSLCSSQSSSPT

EMDENES




