
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q96CP6 ASTRA_HUMAN Homo
sapiens

Protein
Aster-
A

26.250033 S271 S263;S267;S271;S415 30620550 MFDTTPHSGRSTPSSSPSLRKRLQL
LPPSRPPPEPEPGTMVEKGSDSSSE
KGGVPGTPSTQSLGSRNFIRNSKKM
QSWYSMLSPTYKQRNEDFRKLFSKL
PEAERLIVDYSCALQREILLQGRLYL
SENWICFYSNIFRWETTISIQLKEVT
CLKKEKTAKLIPNAIQICTESEKHFFT
SFGARDRCFLLIFRLWQNALLEKTL
SPRELWHLVHQCYGSELGLTSEDED
YVSPLQLNGLGTPKEVGDVIALSDIT
SSGAADRSQEPSPVGSRRGHVTPNL
SRASSDADHGAEEDKEEQVDSQPD
ASSSQTVTPVAEPPSTEPTQPDGPTT
LGPLDLLPSEELLTDTSNSSSSTGEE
ADLAALLPDLSGRLLINSVFHVGAER
LQQMLFSDSPFLQGFLQQCKFTDVT
LSPWSGDSKCHQRRVLTYTIPISNPL
GPKSASVVETQTLFRRGPQAGGCVV
DSEVLTQGIPYQDYFYTAHRYCILGL
ARNKARLRVSSEIRYRKQPWSLVKS
LIEKNSWSGIEDYFHHLERELAKAE
KLSLEEGGKDARGLLSGLRRRKRPL
SWRAHGDGPQHPDPDPCARAGIHT
SGSLSSRFSEPSVDQGPGAGIPSALV
LISIVICVSLIILIALNVLLFYRLWSLE
RTAHTFESWHSLALAKGKFPQTATE
WAEILALQKQFHSVEVHKWRQILRA
SVELLDEMKFSLEKLHQGITVSDPPF
DTQPRPDDSFS

True True 4.559 2.086 1.774 5.0 1.097 4.548 0.873


