}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular cytosol [nucleus jmitochndrion | .. ic|golgi [plasma ext1:acellula1
name sites sites reticulum |apparatus membrane [region
Q96CT2 KLH29_HUMAN [Homo Kelch- [18.049893 S100 NaN 34019948;31492838;38665916 MSRHHSRFERDYRVGWDRREWSV [None None None (None [None None None None None
sapiens [like NGTHGTTSICSVTSGAGGGTASSLSV
protein RPGLLPLPVVPSRLPTPATAPAPCTT
29 GSSEAITSLVASSASAVTTKAPGISKG

DSQSQGLATSIRWGQTPINQSTPWD
TDEPPSKQMRESDNPGTGPWVTTV
IAAGNQPTLIAHSYGVAQPPTFSPAVN
IVQAPVIGVTPSLPPHVGPQLPLMPG
HYSLPQPPSQPLSSVVVNMPAQALY
IASPQPLAVSTLPGVGQVARPGPTAV
GNGHMAGPLLPPPPPAQPSATLPSG
IAPATNGPPTTDSAHGLQMLRTIGVG
KYEFTDPGHPREMLKELNQQRRAK
IAFTDLKIVVEGREFEVHQNVLASCS
LYFKDLIQRSVQDSGQGGREKLELV
LSNLQADVLELLLEFVYTGSLVIDSA
NAKTLLEAASKFQFHTFCKVCVSFL
EKQLTASNCLGVLAMAEAMQCSEL
YHMAKAFALQIFPEVAAQEEILSISK
DDFIAYVSNDSLNTKAEELVYETVIK
WIKKDPATRTQYAAELLAVVRLPFIH
PSYLLNVVDNEELIKSSEACRDLVNE
IAKRYHMLPHARQEMQTPRTRPRLS
IAGVAEVIVLVGGRQMVGMTQRSLVA
VTCWNPQNNKWYPLASLPFYDREF
FSVVSAGDNIYLSGGMESGVTLADV
IWCYMSLLDNWNLVSRMTVPRCRH
NSLVYDGKIYTLGGLGVAGNVDHVE
RYDTITNQWEAVAPLPKAVHSAAAT
IVCGGKIYVFGGVNEAGRAAGVLQSY
VPQTNTWSFIESPMIDNKYAPAVTL
NGFVFILGGAYARATTIYDPEKGNIK
IAGPNMNHSRQFCSAVVLDGKIYATG
GIVSSEGPALGNMEAYEPTTNTWTL
LPHMPCPVFRHGCVVIKKYIQSG




