
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q96CT2 KLH29_HUMAN Homo
sapiens

Kelch-
like
protein
29

18.049893 S100 NaN 34019948;31492838;38665916 MSRHHSRFERDYRVGWDRREWSV
NGTHGTTSICSVTSGAGGGTASSLSV
RPGLLPLPVVPSRLPTPATAPAPCTT
GSSEAITSLVASSASAVTTKAPGISKG
DSQSQGLATSIRWGQTPINQSTPWD
TDEPPSKQMRESDNPGTGPWVTTV
AAGNQPTLIAHSYGVAQPPTFSPAVN
VQAPVIGVTPSLPPHVGPQLPLMPG
HYSLPQPPSQPLSSVVVNMPAQALY
ASPQPLAVSTLPGVGQVARPGPTAV
GNGHMAGPLLPPPPPAQPSATLPSG
APATNGPPTTDSAHGLQMLRTIGVG
KYEFTDPGHPREMLKELNQQRRAK
AFTDLKIVVEGREFEVHQNVLASCS
LYFKDLIQRSVQDSGQGGREKLELV
LSNLQADVLELLLEFVYTGSLVIDSA
NAKTLLEAASKFQFHTFCKVCVSFL
EKQLTASNCLGVLAMAEAMQCSEL
YHMAKAFALQIFPEVAAQEEILSISK
DDFIAYVSNDSLNTKAEELVYETVIK
WIKKDPATRTQYAAELLAVVRLPFIH
PSYLLNVVDNEELIKSSEACRDLVNE
AKRYHMLPHARQEMQTPRTRPRLS
AGVAEVIVLVGGRQMVGMTQRSLVA
VTCWNPQNNKWYPLASLPFYDREF
FSVVSAGDNIYLSGGMESGVTLADV
WCYMSLLDNWNLVSRMTVPRCRH
NSLVYDGKIYTLGGLGVAGNVDHVE
RYDTITNQWEAVAPLPKAVHSAAAT
VCGGKIYVFGGVNEAGRAAGVLQSY
VPQTNTWSFIESPMIDNKYAPAVTL
NGFVFILGGAYARATTIYDPEKGNIK
AGPNMNHSRQFCSAVVLDGKIYATG
GIVSSEGPALGNMEAYEPTTNTWTL
LPHMPCPVFRHGCVVIKKYIQSG

None None None None None None None None None


