}Jl;l iprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi [plasma extr.acel]
sites sites reticulum |apparatus| membrane [region
Q96DB5 RMD1_HUMAN [Homo Regulator [20.08997 S30 NaN 28510447;40596516;30379171 MALAARLWRLLPFRRGAAPGSRLPA [True False 1.5 False [4.088 False False False False
sapiens  |of GTSGSRGHCGPCRFRGFEVMGNPG
microtubule TFKRGLLLSALSYLGFETYQVISQAA
dynamics IVVHATAKVEEILEQADYLYESGETEK
protein 1 LYQLLTQYKESEDAELLWRLARASR

DVAQLSRTSEEEKKLLVYEALEYAKR
IALEKNESSFASHKWYAICLSDVGDY
EGIKAKIANAYIIKEHFEKAIELNPKD
IATSTHLMGIWCYTFAEMPWYQRRIA
KMLFATPPSSTYEKALGYFHRAEQV
DPNFYSKNLLLLGKTYLKLHNKKLA
IAFWLMKAKDYPAHTEEDKQIQTEAA
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