UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence extracellular cytosol nucleus jmitochndrion en('loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
Q96DTO LEG12_HUMAN [Homo Galectin-|26.250033 S242 NaN 30620550 MSQPSGGRAPGTRIYSWSCPTVMSP False 3.29 5.0 3.457 1.093 1.492 1.346 1.449

sapiens |12 GEKLDPIPDSFILQPPVFHPVVPYVTT

IFGGLHAGKMVMLQGVVPLDAHRF
QVDFQCGCSLCPRPDIAFHFNPRFH
TTKPHVICNTLHGGRWQREARWPH
LALRRGSSFLILFLFGNEEVKVSVNG
QHFLHFRYRLPLSHVDTLGIFGDILV
EAVGFLNINPFVEGSREYPAGHPFLL
MSPRLEVPCSHALPQGLSPGQVIIVR
GLVLQEPKHFTVSLRDQAAHAPVTL
RASFADRTLAWISRWGQKKLISAPFL
FYPQRFFEVLLLFQEGGLKLALNGQ
GLGATSMNQQALEQLRELRISGSVQ
LYCVHS




