UniprotkB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion en(!oplasmlc golgi u extl:acellular
1D name sites sites reticulum apparatus membrane region
Q96DV4 RM38_HUMAN Homo Large 33.571207 NaN NaN 40914422;28510447 MAAPWWRAALCECRRWRGFSTSAV [True False 4.214 |1.531 5.0 0.631 False False False
sapiens [ribosomal LGRRTPPLGPMPNSDIDLSNLERLE
subunit KYRSFDRYRRRAEQEAQAPHWWRT
protein YREYFGEKTDPKEKIDIGLPPPKVSR
ml.38 TQQLLERKQAIQELRANVEEERAAR

LRTASVPLDAVRAEWERTCGPYHKQ
RLAEYYGLYRDLFHGATFVPRVPLH
VAYAVGEDDLMPVYCGNEVTPTEAA
QAPEVTYEAEEGSLWTLLLTSLDGH
LLEPDAEYLHWLLTNIPGNRVAEGQ
VICPYLPPFPARGSGIHRLAFLLFKQ
DQPIDFSEDARPSPCYQLAQRTFRTF
DFYKKHQETMTPAGLSFFQCRWDD
SVTYIFHQLLDMREPVFEFVRPPPYH
PKQKRFPHRQPLRYLDRYRDSHEPT
YGIY




