regulator 1

NDVEKSASPKRIDFIPVSPAPSPTRGI
GKQCFSPSLQSFVSSNGLPPSPIPSP
TTRETTRRSQSPINCIRPSVLGPLKR
KCEMETEYQPKRFFQGITNMLSSDV
IAQLSDPGVCVSSDTLDGNSSSAGSS
CNSPAKVSTTTDSPVSPAQAASPFIP

LDELSSK

}Jl;l iprotKB Entry name organism full name |oglcnacscore qglcnac phosphorylation sites sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma eth:ace“u
sites reticulum |apparatus membrane [region
Q96E09 PBIR1_HUMAN [Homo PPP2R1A- [26.75988 NaN S35;S37;545;T47;548;S62;576;S143 MAQEKMELDLELPPGTGGSPAEGG [None None None (None [None None None None None
sapiens [PPP2R2A- ;S147;T149;S187;5189;S267;S270;S GSGGGGGLRRSNSAPLIHGLSDTSP
interacting 276 IVFQAEAPSARRNSTTFPSRHGLLLPA
phosphatase SPVRMHSSRLHQIKQEEGMDLINRE
TVHEREVQTAMQISHSWEESFSLSD




