UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation |y, 1y sequence intracellular [extracellular [cytosol [nucleus [mitochndrion |~ ' golgi plasma lextracellular
D sites  [sites reticulum |apparatus membrane [region
Q96EK6 GNA1_HUMAN Homo Glucosamine 6- [18.24766 NaN NaN 34019948;28510447 MKPDETPMFDPSLLKEVDWSQNTA [True False 4.536 (2.262 1.479 3.005 3.546 1.409 2.023
sapiens [phosphate N- ;TFSPAISPTHPGEGLVLRPLCTADLN
acetyltransferase RGFFKVLGQLTETGVVSPEQFMKSF

EHMKKSGDYYVTVVEDVTLGQIVAT
IATLIIEHKFIHSCAKRGRVEDVVVSD
ECRGKQLGKLLLSTLTLLSKKLNCYK
ITLECLPQNVGFYKKFGYTVSEENY
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