UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane region
Q96EK7 F120B_HUMAN [Homo Constitutive [26.565623 NaN NaN 39302247 MGVRGLQGFVGSTCPHICTVVNFKE [True False 2.93 4.104 [1.435 1.582 0.141 2.394 0.785
sapiens |coactivator LAEHHRSKYPGCTPTIVVDAMCCLR

of YWYTPESWICGGQWREYFSALRDFV

peroxisome KTFTAAGIKLIFFFDGMVEQDKRDE

proliferator- WVKRRLKNNREISRIFHYIKSHKEQ

activated PGRNMFFIPSGLAVFTRFALKTLGQ

receptor ETLCSLQEADYEVASYGLQHNCLGIL

gamma GEDTDYLIYDTCPYFSISELCLESLDT

VMLCREKLCESLGLCVADLPLLACL
LGNDIIPEGMFESFRYKCLSSYTSVK
ENFDKKGNIILAVSDHISKVLYLYQG
EKKLEEILPLGPNKALFYKGMASYLL
PGQKSPWFFQKPKGVITLDKQVISTS
SDAESREEVPMCSDAESRQEVPMC
TGPESRREVPVYTDSEPRQEVPMCS
DPEPRQEVPTCTGPESRREVPMCSD
PEPRQEVPMCTGPEARQEVPMYTDS
EPRQEVPMYTDSEPRQEVPMYTGSE
PRQEVPMYTGPESRQEVPMYTGPES
RQEVLIRTDPESRQEIMCTGHESKQ
EVPICTDPISKQEDSMCTHAEINQKL
PVATDFEFKLEALMCTNPEIKQEDP
TNVGPEVKQQVTMVSDTEILKVART
HHVQAESYLVYNIMSSGEIECSNTL
EDELDQALPSQAFIYRPIRQRVYSLL
LEDCQDVTSTCLAVKEWFVYPGNPL
RHPDLVRPLQMTIPGGTPSLKILWL
NQEPEIQVRRLDTLLACFNLSSSREE
LQAVESPFQALCCLLIYLFVQVDTLC
LEDLHAFIAQALCLQGKSTSQLVNL
QPDYINPRAVQLGSLLVRGLTTLVLV
NSACGFPWKTSDFMPWNVFDGKLF
HQKYLQSEKGYAVEVLLEQNRSRLT
KFHNLKAVVCKACMKENRRITGRA
HWGSHHAGRWGRQGSSYHRTGSG
'YSRSSQGQPWRDQGPGSRQYEHDQ
'WRRY




