UniprotKB Entry name organism (full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q96EMO T3HPD_HUMAN [Homo Trans-3- 20.841526 NaN NaN 34019948;23301498 MESALAVPRLPPHDPGTPVLSVVDM [None None None |None None None None None None
sapiens  [hydroxy-L- HTGGEPLRIVLAGCPEVSGPTLLAKR
proline RYMRQHLDHVRRRLMFEPRGHRD
dehydratase MYGAVLVPSELPDAHLGVLFLHNEG

YSSMCGHAVLALGRFALDFGLVPAP

PAGTREARVNIHCPCGLVTAFVACE

DGRSHGPVRFHSVPAFVLATDLMVD
\VPGHGKVMVDIAYGGAFYAFVTAEK
LGLDICSAKTRDLVDAASAVTEAVKA
QFKINHPDSEDLAFLYGTILTDGKDA
YTKEPTTNICVFADEQVDRSPTGSGV
TARIALQYHKGLLELNQMRAFKSSA

TGSVFTGKAVREAKCGDFKAVIVEVS
GQAHYTGTASFIIEDDDPLRDGFLLK




