UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellulal
ID name sites sites reticulum |apparatus membrane region
Q96ER3 SAAL1_HUMAN [Homo Protein 27.526037 NaN S6;T387 40914422;34019948;28510447 MDRNPSPPPPGRDKEEEEEVAGGD [True False 2.835 [5.0 0.641 False False 2.218 0.188

sapiens

SAAL1

CIGSTVYSKHWLFGVLSGLIQIVSPE
NTKSSSDDEEQLTELDEEMENEICR
'VWDMSMDEDVALFLQEFNAPDIFM
GVLAKSKCPRLREICVGILGNMACF
QEICVSISSDKNLGQVLLHCLYDSDP
PTLLETSRLLLTCLSQAEVASVWVER
IQEHPAIYDSICFIMSSSTNVDLLVKV
GEVVDKLFDLDEKLMLEWVRNGAA
QPLDQPQEESEEQPVFRLVPCILEAA
KQVRSENPEWLDVYMHILQLLTTVD
DGIQAIVHCPDTGKDIWNLLFDLVC
HEFCQSDDPPIILQEQKTVLASVESV
LSAIYASQTEQEYLKIEKVDLPLIDSLI
RVLQNMEQCQKKPENSAESNTEET
KRTDLTQDDFHLKILKDILCEFLSNI
FQALTKETVAQGVKEGQLSKQKCSS
IAFQNLLPFYSPVVEDFIKILREVDKA

LADDLEKNFPSLKVQT




