UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(‘}oplasmlc golgi plasma extl.“acellular
1D mame sites sites reticulum apparatus membrane [region
Q96F24 NRBF2_HUMAN |Homo Nuclear (26.799713 NaN S113;S268 23301498;29485866 MEVMEGPLNLAHQQSRRADRLLAA (True False 2.326 [4.585 1.823 1.673 1.504 1.538 1.378
sapiens [receptor- GKYEEAISCHKKAAAYLSEAMKLTQ
binding SEQAHLSLELQRDSHMKQLLLIQER
factor 2 'WKRAQREERLKAQQNTDKDAAAHL

QTSHKPSAEDAEGQSPLSQKYSPST
EKCLPEIQGIFDRDPDTLLYLLQQKS
EPAEPCIGSKAPKDDKTIIEEQATKIA
DLKRHVEFLVAENERLRKENKQLKA
EKARLLKGPIEKELDVDADFVETSEL
'WSLPPHAETATASSTWQKFAANTGK
AKDIPIPNLPPLDFPSPELPLMELSE
DILKGFMNN




