}Jl;l iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_ace
name sites sites reticulum |apparatus membrane [region
Q96F45 ZN503_HUMAN Homo Zinc  |8.930748 S159 S$102;S231;S237 [30379171;35254053;34019948;386 |[MSTAPSLSALRSSKHSGGGGGGGG [None None None |None |None None None None None
sapiens |finger 65916 GGGADPAWTSALSGNSSGPGPGSSP
protein IAGSTKPFVHAVPPSDPLRQANRLPIK
503 [VLKMLTARTGHILHPEYLQPLPSTPV

SPIELDAKKSPLALLAQTCSQIGKPD
PSPSSKLSSVASNGGGAGGAGGGAA
GDKDTKSGPLKLSDIGVEDKSSFKPY
SKPGSDKKEPGGGGGGGGGGGGGG
GGVSSEKSGFRVPSATCQPFTPRTG
SPSSSASACSPGGMLSSAGGAPEGK
DDKKDTDVGGGGKGTGGASAEGGP
TGLAHGRISCGGGINVDVNQHPDGG
PGGKALGSDCGGSSGSSSGSGPSAP
TSSSVLGSGLVAPVSPYKPGQTVFPL
PPAGMTYPGSLAGAYAGYPPQFLPH
GVALDPTKPGSLVGAQLAAAAAGSL
GCSKPAGSSPLAGASPPSVMTASLC
RDPYCLSYHCASHLAGAAAASASCA
HDPAAAAAALKSGYPLVYPTHPLHG
IVHSSLTAAAAAGATPPSLAGHPLYPY
GFMLPNDPLPHICNWVSANGPCDK
RFATSEELLSHLRTHTAFPGTDKLLS
GYPSSSSLASAAAAAMACHMHIPTS
GAPGSPGTLALRSPHHALGLSSRYH
PYSKSPLPTPGAPVPVPAATGPYYSPY
IALYGQRLTTASALGYQ




