UniprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en@oplasmlc golgi plasma extx.‘acellular
ID sites sites reticulum apparatus [membrane [region
Q96FE7 P3IP1_HUMAN Homo Phosphoinositide-|24.917859 NaN NaN 28411811 MLLAWVQAFLVSNMLLAEAYGSGG |[False False 1.151 (1.777 [1.273 0.911 0.881 4.348 3.562

sapiens

3-kinase-
interacting
protein 1

CFWDNGHLYREDQTSPAPGLRCLN
'WLDAQSGLASAPVSGAGNHSYCRN
PDEDPRGPWCYVSGEAGVPEKRPCE
DLRCPETTSQALPAFTTEIQEASEGP
GADEVQVFAPANALPARSEAAAVQP
IVIGISQRVRMNSKEKKDLGTLGYVL
GITMMVIIIAIGAGIILGYSYKRGKDL
KEQHDQKVCEREMQRITLPLSAFTN
PTCEIVDEKTVVVHTSQTPVDPQEGT
TPLMGQAGTPGA




