endoplasmic |golgi pl lextracellular

UniprotKB Entry name |organism full name |oglcnacscore oglcnac P h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion N .
ID sites sites reticulum apparatus membrane region
QI96H12 MSD3_HUMAN [Homo Myb/SANT-(24.880841 NaN S96;S98;5274 39894887;30379171 MQNNEIIKPAKYFSELEKSILLALVE |False False 1.5 1.932 |0.469 False False False 0.469
sapiens ([like DNA- KYKYVLECKKSDARTIALKQRTWQA

binding LAHEYNSQPSVSLRDFKQLKKCWE

domain- NIKARTKKIMAHERREKVKRSVSPLL

containing STHVLGKEKIASMLPEQLYFLQSPPE

protein 3 EEPEYHPDASAQESFAVSNRELCDD

EKEFIHFPVCEGTSQPEPSCSAVRIT
ANKNYRSKTSQEGALKKMHEEEHH
QQMSILQLQLIQMNEVHVAKIQQIE
RECEMAEEEHRIKMEVLNKKKMYW
ERKLQTFTKEWPVSSFNRPFPNSP




