}Jl;l iprotKB Entry name organism [full name oglcnacscore oglcnac phosphorylation |y, g sequence intracellular |extracellular cytosol [nucleus mitochndrion | .. golgi plasma
sites sites reticulum |apparatus membrai
Q96HS1 PGAM5 HUMAN Homo Serine/threonine- [21.107295 NaN S80;S87 34229054;23301498;37217939;386 [MAFRQALQLAACGLAGGSAAVLFSA |True False 2.341 [2.076 4.558 1.972 1.092 1.963
sapiens  [protein 65916;40914422;30444036;350838 [VAVGKPRAGGDAEPRPAEPPAWAGG
phosphatase 52;28510447 ARPGPGVWDPNWDRREPLSLINVR
PGAMS, KRNVESGEEELASKLDHYKAKATRH
mitochondrial IFLIRHSQYHVDGSLEKDRTLTPLGR

EQAELTGLRLASLGLKFNKIVHSSM
TRAIETTDIISRHLPGVCKVSTDLLRE
GAPIEPDPPVSHWKPEAVQYYEDGA
RIEAAFRNYIHRADARQEEDSYEIFIC
HANVIRYIVCRALQFPPEGWLRLSLN
NGSITHLVIRPNGRVALRTLGDTGF
MPPDKITRS




