}Jl;l iprotKB Entry name  |organism full oglcnacscore |oglcnac sites phosphorylation | ypyg sequence intracellular [extracellular cytosol [nucleus mitochndrion |, . |
name sites reticulum
Q96124 FUBP3 HUMAN [Homo Far 21.903755 S162;S172;T428;S439;S442;T452;S [T76;S296;S539;S569 (34229054;23301498;31492838;347 MAELVQGQSAPVGMKAEGFVDALH (True False 2.978 |5.0 0.938 1.081
sapiens upstream 457;S474;T475;T491;T499;S504;S5 25712;40914422;35138101;292370 |RVRQIAAKIDSIPHLNNSTPLVDPSV
element- 17,S528;S532;S569 92;40596516;38665916;30059200;3 [YGYGVQKRPLDDGVGNQLGALVHQ
binding 9534244;34019948;28510447;2935 [RTVITEEFKVPDKMVGFIIGRGGEQI
protein 3 1928;22121020;35289036;3513286 [SRIQAESGCKIQIASESSGIPERPCVL

2;35083852;33214551;35254053;32
119511;38253038

TGTPESIEQAKRLLGQIVDRCRNGPG
FHNDIDSNSTIQEILIPASKVGLVIGR
GGETIKQLQERTGVKMVMIQDGPLP
TGADKPLRITGDAFKVQQAREMVLEI
IREKDQADFRGVRGDFNSRMGGGSI
EVSVPRFAVGIVIGRNGEMIKKIQND
IAGVRIQFKPDDGISPERAAQVMGPP
DRCQHAAHIISELILTAQERDGFGGL
IAAARGRGRGRGDWSVGAPGGVQEIT
'YTVPADKCGLVIGKGGENIKSINQQS
GAHVELQRNPPPNSDPNLRRFTIRG
VPQQIEVARQLIDEKVGGTNLGAPGA
FGQSPFSQPPAPPHQNTFPPRSSGC
FPNMAAKVNGNPHSTPVSGPPAFLT
QGWGSTYQAWQQPTQQVPSQQSQP
QSSQPNYSKAWEDYYKKQSHAASAA
PQASSPPDYTMAWAEYYRQQVAFYG

QTLGQAQAHSQEQ




