}J];l iprotkB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular lextracellular cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q96134 PP16A HUMAN Homo Protein 26.21016 T139 S433 29351928 MAEHLELLAEMPMVGRMSTQERLK [None None None |[None None None None None None
sapiens |[phosphatase HAQKRRAQQVKMWAQAEKEAQGK
1 regulatory KGPGERPRKEAASQGLLKQVLFPPS
subunit 16A

IVVLLEAAARNDLEEVRQFLGSGVSP
DLANEDGLTALHQCCIDDFREMVQ
QLLEAGANINACDSECWTPLHAAAT
CGHLHLVELLIASGANLLAVNTDGN
MPYDLCDDEQTLDCLETAMADRGIT
QDSIEAARAVPELRMLDDIRSRLQA
GADLHAPLDHGATLLHVAAANGEFSE
IAAALLLEHRASLSAKDQDGWEPLHA
IAAYWGQVPLVELLVAHGADLNAKSL
MDETPLDVCGDEEVRAKLLELKHK
HDALLRAQSRQRSLLRRRTSSAGSR
GKVVRRVSLTQRTDLYRKQHAQEAI
IVWQQPPPTSPEPPEDNDDRQTGAEL
RPPPPEEDNPEVVRPHNGRVGGSPV
RHLYSKRLDRSVSYQLSPLDSTTPHT
LVHDKAHHTLADLKRQRAAAKLQRP
PPEGPESPETAEPGLPGDTVTPQPDC
GFRAGGDPPLLKLTAPAVEAPVERRP
CCLLM




