UniprotKB Entry name organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en@oplasmlc golgi [plasma extl:acel
ID sites sites reticulum |apparatus| membrane [region
Q96159 SYNM_HUMAN [Homo Asparaginyl-|26.145945 S29 NaN 40914422;40596516;30379171 MLGVRCLLRSVRFCSSAPFPKHKPS [True False 4.538 [4.53 4.839 1.066 False 0.988 1.161
sapiens tRNA IAKLSVRDALGAQNASGERIKIQGWIR
synthetase SVRSQKEVLFLHVNDGSSLESLQVV

IADSGLDSRELNFGSSVEVQGQLIKS
PSKRQNVELKAEKIKVIGNCDAKDFP
IKYKERHPLEYLRQYPHFRCRTNVL
GSILRIRSEATAAIHSFFKDSGFVHIH
TPIITSNDSEGAGELFQLEPSGKLKV
PEENFFNVPAFLTVSGQLHLEVMSG
IAFTQVFTFGPTFRAENSQSRRHLAE
FYMIEAEISFVDSLQDLMQVIEELFK
IATTMMVLSKCPEDVELCHKFIAPGQ
KDRLEHMLKNNFLIISYTEAVEILKQ
IASQNFTFTPEWGADLRTEHEKYLVK
HCGNIPVFVINYPLTLKPFYMRDNE
DGPQHTVAAVDLLVPGVGELFGGGL
REERYHFLEERLARSGLTEVYQWYL
DLRRFGSVPHGGFGMGFERYLQCIL
GVDNIKDVIPFPRFPHSCLL




