UniprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q96IC2 REXO5 HUMAN |[Homo RNA 18.379595 NaN NaN 30379171  MEPEREGTERHPRKVRESRQAPNK (None None None [None None None None None None

sapiens exonuclease LVGAAEAMKAGWDLEESQPEAKKA

5

RLSTILFTDNCEVTHDQLCELLKYAV
LGKSNVPKPSWCQLFHQNHLNNVV
VFVLQGMSQLHFYRFYLEFGCLRKA
FRHKFRLPPPSSDFLADVVGLQTEQ
RAGDLPKTMEGPLPSNAKAAINLQD
DPIIQKYGSKKVGLTRCLLTKEEMRT
FHFPLQGFPDCENFLLTKCNGSIAD
NSPLFGLDCEMCLTSKGRELTRISLV
AEGGCCVMDELVKPENKILDYLTSF
SGITKKILNPVTTKLKDVQRQLKALL
PPDAVLVGHSLDLDLRALKMIHPYVI
DTSLLYVREQGRRFKLKFLAKVILGK
DIQCPDRLGHDATEDARTILELARYF
LKHGPKKIAELNLEALANHQEIQAA
GQEPKNTAEVLQHPNTSVLECLDSV
GQKLLFLTRETDAGELPSSRNCQTIK
CLSNKEVLEQARVEIPLFPFSIVQFS
FKAFSPVLTEEMNKRMRIKWTEIST
VYAGPFSKNCNLRALKRLFKSFGPV
QSMTFVLETRQPHLCIQYEVLEAAQ
LAIESLDGILVDGICIKVQRPVTELTL
DCDTLVNELEGDSENQGSIYLSGVS
ETFKEQLLQEPRLFLGLEAVILPKDL
KSGKQKKYCFLKFKSFGSAQQALNI
LTGKDWKLKGRHALTPRHLHAWLR
GLPPESTRLPGLRVVPPPFEQEALQT
LKLDHPKIAAWRWSRKIGKLYNSLC
PGTLCLILLPGTKSTHGSLSGLGLMG
IKEEEESAGPGLCS




