UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion enu:.loplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane [region
Q961U4 ABHEB_HUMAN |Homo Putative [19.129548 NaN S91 34019948 MAASVEQREGTIQVQGQALFFREAL [None None None |None None None None None None
sapiens protein- PGSGQARFSVLLLHGIRFSSETWQN
lysine LGTLHRLAQAGYRAVAIDLPGLGHS
deacylase KEAAAPAPIGELAPGSFLAAVVDALE
IABHD14B LGPPVVISPSLSGMYSLPFLTAPGSQ

LPGFVPVAPICTDKINAANYASVKTP
ALIVYGDQDPMGQTSFEHLKQLPNH
RVLIMKGAGHPCYLDKPEEWHTGLL
DFLQGLQ




