Entry name |organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus jmitochndrion en(!oplasmlc golgi [plasma extlfacellular
sites sites reticulum apparatus membrane region
Kinetochore- [21.731224 NaN S4;T244 23301498 MAGSPELVVLDPPWDKELAAGTESQ (True False 4.706 |4.631 1.268 0.809 0.659 2.509 1.774
sapiens associated IALVSATPREDFRVRCTSKRAVTEML
protein QLCGRFVQKLGDALPEEIREPALRD
NSL1 IAQWTFESAVQENISINGQAWQEASD
NCFMDSDIKVLEDQFDEIIVDIATKR
KQYPRKILECVIKTIKAKQEILKQYHP
VVHPLDLKYDPDPAPHMENLKCRG
ETVAKEISEAMKSLPALIEQGEGFSQ
VLRMQPVIHLQRIHQEVFSSCHRKP
DAKPENFITQIETTPTETASRKTSDM
IVLKRKQTKDCPQRKWYPLRPKKINL
DT
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