UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
Q96]JA4 M4A14 HUMAN Homo Membrane- [27.244452 S173 NaN 28411811;38253038 MESTSQDRRATHVITIKPNETVLTAF (None None None [None None None None None None
sapiens |spanning (Q96JA4- PYRPHSSLLDFLKGEPRVLGATQILL
4-domains 2);T175 ALIIVGFGTIFALNYIGFSQRLPLVVL
subfamily (Q96JA4- TGYPFWGALIFILTGYLTVTDKKSKL
/A member 5);S178 LGQGVTGMNVISSLVAITGITFTILSY
14 (Q96]JA4- RHQDKYCQMPSFEEICVFSRTLFIVL
5) FFLPSDVTQNSEQPAPEENDQLQFV

LQEEFSSDDSTTNAQSVIFGGYAFFK
LTLSRSPLVSQPGNKGREFVPDEQK
QSILPSPKFSEEEIEPLPPTLEKKPSE
NMSIQLDSTFKQMKDEDLQSAIVQP
SQMQTKLLQDQAASLQVFPSHSALK
LEDISPEDLPSQALPVEGLSEQTMPS
KSTSSHVKQSSNLTANDLPPQGILS
QDTSSQDMLFHDMTSQDMQSLDM
LSQDTPSHAMPPQDIPSQDMLSQAL
SAHAILPEASTSHIVQFPEIQHLLQQ
PPDLQPENTEPQNQQILQMSYQDIR
SEVMEETKEWKSEEELHRRKSSRR
HSLNQQTKALQYLRRHSLDVQAKG
QKSSKRHSLDQQSKGWQSPKQKSL
DQQIKDWLSPKRHSVDKQAQLNQT
KEQLPDQQAEDQQAKGEQYPEGQS
KDGQVKDQQTDKEQNSKKQTQDQQ
TEDQPAQEKKSPKGQFQNVQAEGQ
QAQVEKVPKLLCQDSESQIQQYQFW
QFHKGNLQAGQPRTVNLLAKNPLT
G




