UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular jextracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q96]B5 CK5P3_HUMAN Homo CDK5 34.455997 NaN NaN 40914422 MEDHQHVPIDIQTSKLLDWLVDRRH [True True 4.704 |5.0 2.435 5.0 2.126 0.933 1.275
sapiens [regulatory CSLKWQSLVLTIREKINAAIQDMPES
subunit- EEIAQLLSGSYIHYFHCLRILDLLKGT
associated EASTKNIFGRYSSQRMKDWQEIIALY
protein 3 EKDNTYLVELSSLLVRNVNYEIPSLK

KQIAKCQQLQQEYSRKEEECQAGAA
EMREQFYHSCKQYGITGENVRGELL
ALVKDLPSQLAEIGAAAQQSLGEAID
VYQASVGFVCESPTEQVLPMLRFVQ
KRGNSTVYEWRTGTEPSVVERPHLE
ELPEQVAEDAIDWGDFGVEAVSEGT
DSGISAEAAGIDWGIFPESDSKDPGG
DGIDWGDDAVALQITVLEAGTQAPE
GVARGPDALTLLEYTETRNQFLDEL
MELEIFLAQRAVELSEEADVLSVSQF
QLAPAILQGQTKEKMVTMVSVLEDL
IGKLTSLQLQHLFMILASPRYVDRVT
EFLQQKLKQSQLLALKKELMVQKQ
QEALEEQAALEPKLDLLLEKTKELQ

KLIEADISKRYSGRPVNLMGTSL




