UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr"acellular
ID sites sites reticulum apparatus membrane [region
Q96]C1 'VPS39_HUMAN [Homo 'Vam6/Vps39-(22.903221 T32 NaN 38253038 MHDAFEPVPILEKLPLQIDCLAAWE [None None None |None None None None None None

sapiens

like protein

EWLLVGTKQGHLLLYRIRKDVVPAD
IVASPESGSCNRFEVTLEKSNKNFSK
KIQQIHVVSQFKILVSLLENNIYVHD
LLTFQQITTVSKAKGASLFTCDLQHT
ETGEEVLRMCVAVKKKLQLYFWKD
REFHELQGDFSVPDVPKSMAWCEN
SICVGFKRDYYLIRVDGKGSIKELFPT
GKQLEPLVAPLADGKVAVGQDDLTV
IVLNEEGICTQKCALNWTDIPVAMEH
QPPYIIAVLPRYVEIRTFEPRLLVQSIE
LQRPRFITSGGSNIITYVASNHFVWRL
IPVPMATQIQQLLQDKQFELALQLAE
MKDDSDSEKQQQIHHIKNLYAFNLF
CQKRFDESMQVFAKLGTDPTHVMG
LYPDLLPTDYRKQLQYPNPLPVLSGA
ELEKAHLALIDYLTQKRSQLVKKLND
SDHQSSTSPLMEGTPTIKSKKKLLQI
IDTTLLKCYLHTNVALVAPLLRLENN
HCHIEESEHVLKKAHKYSELIILYEK
KGLHEKALQVLVDQSKKANSPLKGH
ERTVQYLQHLGTENLHLIFSYSVWV
LRDFPEDGLKIFTEDLPEVESLPRDR
IVLGFLIENFKGLAIPYLEHIIHVWEET
GSRFHNCLIQLYCEKVQGLMKEYLL
SFPAGKTPVPAGEEEGELGEYRQKL
LMFLEISSYYDPGRLICDFPFDGLLE
ERALLLGRMGKHEQALFIYVHILKDT
RMAEEYCHKHYDRNKDGNKDVYLS
LLRMYLSPPSIHCLGPIKLELLEPKA
NLQAALQVLELHHSKLDTTKALNLL
PANTQINDIRIFLEKVLEENAQKKRF
NQVLKNLLHAEFLRVQEERILHQQV
KCIITEEKVCMVCKKKIGNSAFARYP
NGVVVHYFCSKEVNPADT




