UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em:loplasmlc golgi plasma extt"acellular
1D name sites sites reticulum apparatus membrane [region
Q96JL9 ZN333 HUMAN |Homo Zinc 22.903221 S572 NaN 38253038 MESVIFEDVAVEFIQEWALLDSARR |None None None [None None None None None None
sapiens finger SLCKYRMLDQCRTLASRGTPPCKPS
protein CVSQLGQRAEPKATERGILRATGVA
333 'WESQLKPEELPSMQDLLEEASSRD

MQMGPGLFLRMQLVPSIEERETPLT
REDRPALQEPPWSLGCTGLKAAMQI
QRVVIPVPTLGHRNPWVARDSAVPA
RDPAWLQEDKVEEEAMAPGLPTAC
SQEPVTFADVAVVFTPEEWVFLDST
QRSLYRDVMLENYRNLASVADQLCK
PNALSYLEERGEQWTTDRGVLSDTC
AEPQCQPQEAIPSQDTFTEILSIDVK
GEQPQPGEKLYKYNELEKPFNSIEPL
FQYQRIHAGEASCECQEIRNSFFQS
AHLIVPEKIRSGDKSYACNKCEKSFR
'YSSDLIRHEKTHTAEKCFDCQECGQ
AFKYSSNLRRHMRTHTGEKPFECSQ
CGKTFTRNFNLILHQRNHTGEKPYE
CKDCGKAFNQPSSLRSHVRTHTGEK
PFECSQCGKAFREHSSLKTHLRTHT
REKPYECNQCGKPFRTSTHLNVHKR
ITHTGEKLYECATCGQVLSRLSTLKSH
MRTHTGEKPYVCQECGRAFSEPSSL
RKHARTHSGKKPYACQECGRAFGQ
SSHLIVHVRTHSAGRPYQCNQCEKA
FRHSSSLTVHKRTHVGRETIRNGSL
PLSMSHPYCGPLAN




