UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
1D [name sites reticulum apparatus membrane region
Q96]Q2 CLMN_HUMAN [Homo Calmin |24.917859 NaN S301;S402;S619;T699;S713;S769;S |28411811 MAAHEWDWFQREELIGQISDIRVQ |None None None [None None None None None None

sapiens

838;5841;5907

NLQVERENVQKRTFTRWINLHLEKC
NPPLEVKDLFVDIQDGKILMALLEVL
SGRNLLHEYKSSSHRIFRLNNIAKAL
KFLEDSNVKLVSIDAAEIADGNPSLV
LGLIWNIILFFQIKELTGNLSRNSPSS
SLSPGSGGTDSDSSFPPTPTAERSVA
ISVKDQRKAIKALLAWVQRKTRKYGV
AVQDFAGSWRSGLAFLAVIKAIDPSL
'VDMKQALENSTRENLEKAFSIAQDA
LHIPRLLEPEDIMVDTPDEQSIMTYV
AQFLERFPELEAEDIFDSDKEVPIES
TFVRIKETPSEQESKVFVLTENGERT
YTVNHETSHPPPSKVFVCDKPESMK
EFRLDGVSSHALSDSSTEFMHQIID
QVLQGGPGKTSDISEPSPESSILSSR
KENGRSNSLPIKKTVHFEADTYKDP
FCSKNLSLCFEGSPRVAKESLRQDG
HVLAVEVAEEKEQKQESSKIPESSSD
KVAGDIFLVEGTNNNSQSSSCNGAL
ESTARHDEESHSLSPPGENTVMADS
FQIKVNLMTVEALEEGDYFEAIPLKA
SKFNSDLIDFASTSQAFNKVPSPHET
KPDEDAEAFENHAEKLGKRSIKSAH
KKKDSPEPQVKMDKHEPHQDSGEE
AEGCPSAPEETPVDKKPEVHEKAKR
KSTRPHYEEEGEDDDLQGVGEELSS
SPPSSCVSLETLGSHSEEGLDFKPSP
PLSKVSVIPHDLFYFPHYEVPLAAVL
EAYVEDPEDLKNEEMDLEEPEGYM
PDLDSREEEADGSQSSSSSSVPGES
LPSASDQVLYLSRGGVGTTPASEPAP
LAPHEDHQQRETKENDPMDSHQSQ
ESPNLENIANPLEENVTKESISSKKK
EKRKHVDHVESSLFVAPGSVQSSDD
LEEDSSDYSIPSRTSHSDSSIYLRRH
THRSSESDHFSYVQLRNAADLDDRR
NRILTRKANSSGEAMSLGSHSPQSD
SLTQLVQQPDMMYFILFLWLLVYCL

LLFPQLDVSRL




