}Jl;l iprotKB Entry name |organism full oglcnacscore |oglcnac sites phosphorylation 111y g sequence intracellular [extracellular [cytosol nucleus mitochndrion endoplasmic gol
name sites reticulum app
Q96KM6 2512B_HUMAN |Homo Zinc 27.358202 'T231;T237;T241;S243;T249;T255;S [S409;S686 38665916;35289036;39302247;314 [MTDPFCVGGRRLPGSSKSGPGKDGS [True False False [4.72 False False Fals
sapiens finger 263;T267;T273;T279;T283;T291;T29 92838;30379171;30059200;292370 |RKEVRLPMLHDPPKMGMPVVRGGQ
protein 5;S297;S303;T337 92;39531497;32119511;35132862;4 [TVPGQAPLCFDPGSPASDKTEGKKK
512B 0596516;29351928;32574038;3953

4244;35254053

GRPKAENQALRDIPLSLMNDWKDE
FKAHSRVKCPNSGCWLEFPSIYGLK
YHYQRCQGGAISDRLAFPCPFCEAA
FTSKTQLEKHRIWNHMDRPLPASKP
GPISRPVTISRPVGVSKPIGVSKPVTI
GKPVGVSKPIGISKPVSVGRPMPVTK
IAIPVTRPVPVTKPVTVSRPMPVTKAM
PVTKPITVTKSVPVTKPVPVTKPITVT
KLVTVTKPVPVTKPVTVSRPIVVSKPV
TVSRPIAISRHTPPCKMVLLTRSENK
IAPRATGRNSGKKRAADSLDTCPIPPK
QARPENGEYGPSSMGQSSAFQLSAD
TSSGSLSPGSRPSGGMEALKAAGPA
SPPEEDPERTKHRRKQKTPKKFTGE
QPSISGTFGLKGLVKAEDKARVHRS
KKQEGPGPEDARKKVPAAPITVSKEA
PAPVAHPAPGGPEEQWQRAIHERGE
IAVCPTCNVVTRKTLVGLKKHMEVCQ
KLQDALKCQHCRKQFKSKAGLNYH
TMAEHSAKPSDAEASEGGEQEERE
RLRKVLKQMGRLRCPQEGCGAAFSS
LMGYQYHQRRCGKPPCEVDSPSFPC
THCGKTYRSKAGHDYHVRSEHTAPP
PEEPTDKSPEAEDPLGVERTPSGRV
RRTSAQVAVFHLQEIAEDELARDWT
KRRMKDDLVPETARLNYTRPGLPTL
NPQLLEAWKNEVKEKGHVNCPNDC
CEAIYSSVSGLKAHLASCSKGAHLAG
KYRCLLCPKEFSSESGVKYHILKTHA
ENWFRTSADPPPKHRSQDSLVPKKE
KKKNLAGGKKRGRKPKERTPEEPVA
KLPPRRDDWPPGCRDKGARGSTGR
KVGVSKAPEK




