
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q96KN7 RPGR1_HUMAN Homo
sapiens

X-linked
retinitis
pigmentosa
GTPase
regulator-
interacting
protein	1

24.627021 NaN NaN 37217939;39894887 MSHLVDPTSGDLPVRDIDAIPLVLPA
SKGKNMKTQPPLSRMNREELEDSF
FRLREDHMLVKELSWKQQDEIKRL
RTTLLRLTAAGRDLRVAEEAAPLSET
ARRGQKAGWRQRLSMHQRPQMHR
LQGHFHCVGPASPRRAQPRVQVGH
RQLHTAGAPVPEKPKRGPRDRLSYT
APPSFKEHATNENRGEVASKPSELV
SGSNSIISFSSVISMAKPIGLCMPNS
AHIMASNTMQVEEPPKSPEKMWPK
DENFEQRSSLECAQKAAELRASIKE
KVELIRLKKLLHERNASLVMTKAQL
TEVQEAYETLLQKNQGILSAAHEALL
KQVNELRAELKEESKKAVSLKSQLE
DVSILQMTLKEFQERVEDLEKERKL
LNDNYDKLLESMLDSSDSSSQPHW
SNELIAEQLQQQVSQLQDQLDAELE
DKRKVLLELSREKAQNEDLKLEVTN
ILQKHKQEVELLQNAATISQPPDRQS
EPATHPAVLQENTQIEPSEPKNQEE
KKLSQVLNELQVSHAETTLELEKTR
DMLILQRKINVCYQEELEAMMTKAD
NDNRDHKEKLERLTRLLDLKNNRIK
QLEGILRSHDLPTSEQLKDVAYGTRP
LSLCLETLPAHGDEDKVDISLLHQG
ENLFELHIHQAFLTSAALAQAGDTQ
PTTFCTYSFYDFETHCTPLSVGPQPL
YDFTSQYVMETDSLFLHYLQEASAR
LDIHQAMASEHSTLAAGWICFDRVL
ETVEKVHGLATLIGAGGEEFGVLEY
WMRLRFPIKPSLQACNKRKKAQVYL
STDVLGGRKAQEEEFRSESWEPQN
ELWIEITKCCGLRSRWLGTQPSPYAV
YRFFTFSDHDTAIIPASNNPYFRDQA
RFPVLVTSDLDHYLRREALSIHVFDD
EDLEPGSYLGRARVPLLPLAKNESIK
GDFNLTDPAEKPNGSIQVQLDWKFP
YIPPESFLKPEAQTKGKDTKDSSKISS
EEEKASFPSQDQMASPEVPIEAGQY
RSKRKPPHGGERKEKEHQVVSYSRR
KHGKRIGVQGKNRMEYLSLNILNGN
TPEQVNYTEWKFSETNSFIGDGFKN
QHEEEEMTLSHSALKQKEPLHPVN
DKESSEQGSEVSEAQTTDSDDVIVPP
MSQKYPKADSEKMCIEIVSLAFYPEA
EVMSDENIKQVYVEYKFYDLPLSETE
TPVSLRKPRAGEEIHFHFSKVIDLDP
QEQQGRRRFLFDMLNGQDPDQGHL
KFTVVSDPLDEEKKECEEVGYAYLQ
LWQILESGRDILEQELDIVSPEDLAT
PIGRLKVSLQAAAVLHAIYKEMTEDL
FS

True False 4.3 1.828 False False False False 4.0


