
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q96KW2 P12L2_HUMAN Homo
sapiens

POM121-
like
protein	2

21.145749 S303 NaN 28411811;30379171;38253038 MGSFLSKLELSPSSPAQVRTDLPERP
TKRRPPQPLHQVHRVQFVHRAHPAP
RYRPVRRRPNLDPANPTTWLANEA
WRRFPMKKSQNSPLGPLPSDWWES
YLKRTIWSLRHPRPIWSPVTIRITPPD
QRVPPSTSPEDVIALAGLPPSEELAD
PCSKETVLRALRECRKGKGRLEEPL
FPESLDSKRRSPETRPSAFKPLMKN
GTLTSFVPRPGPLKRSLHSWGSDHS
LTKRPNCSSMSSLASIYRGGTLSSKR
NAIGSSYSSCRNFSDPWKRSVPSVS
FETPEWPIKKEKSCHRPSSPVPLVSD
FESLGGSESSGQQNQKIPQLPSSPE
NLVSEIPPPQLGYAVSDENLTLGKKA
ELQVSNNAGEDTTEVNTDPFPETWL
AIQPSLSLALPSSETDLTQGANPQLE
NLRKMQKSLGPLASPQSTGEATSVA
HSPLKTPSLPTPPGCSQSELLPGTSP
DSKPTATFILLTPTSPTLPVTDTTWPP
STSQADRSPMPPDPPAPPTIQSTLLG
MVSSPTSHLSASAPPDATSAHLMLK
PILGPLHNSEIGSSSYSRISVTAAASS
ISSLSTIQGTLTPTFKPIFGSIDPLKTT
PMIAPFSSKQTPPPFTHASTHHFHG
LVKATSVVMSTTLASTSKDSVFKPPL
DFGVVNVTSAVGNTYSVPSTCDTFL
LGTAQAFRADFTPATGFIFPPHHHPT
IPTVHTVTMFTQVLSSVVQISPRSST
ANFRGMGSPLPASALVSTNWLASTP
SISNLTPAITSPLGSSSRPPFPLSQGA
NPQPAFGATNGQKQGPSQPALMPS
VSSSFLFGSSAVALPTPMPTPAQPAF
ISTTQSALGCLTPSASTSQTPASTWS
GIGGIPAGFPISQASTTGFRIVIQTHQ
SGAFGSVFGSRAPQPFTFGGFVTPM
DCDESGIIMTGPDMSPTSGAFSIGAL
PSGTTNTMIPFGKGWSQNTEGLPSH
RTAFSLGRGSISARKTMAPIAQNTPV
PGQAKAGSSVGFGMPFPPAQGSVGR
GPFRSSASSFSIGAKSKTPKNREKGH
SRRHHAYKK

None None None None None None None None None


