UniprotKB

Entry name organism (full name oglcnacscore o‘glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane |region
Q96L.58 B3GT6_HUMAN Homo Beta-1,3- 17.826004 NaN NaN 38665916 MKLLRRAWRRRAALGLGTLALCGAA

sapiens

galactosyltransferase
6

LLYLARCAAEPGDPRAMSGRSPPPP
APARAAAFLAVLVASAPRAAERRSVI
RSTWLARRGAPGDVWARFAVGTAG
LGAEERRALEREQARHGDLLLLPAL
RDAYENLTAKVLAMLAWLDEHVAF
EFVLKADDDSFARLDALLAELRARE
PARRRRLYWGFFSGRGRVKPGGRW
REAAWQLCDYYLPYALGGGYVLSAD
LVHYLRLSRDYLRAWHSEDVSLGA
WLAPVDVQREHDPRFDTEYRSRGCS
NQYLVTHKQSLEDMLEKHATLARE
GRLCKREVQLRLSYVYDWSAPPSQC
CQRREGIP

False

True

0.994

1.482

2.372

1.528

5.0

1.69

1.786




