}Jl;l iprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma ext
sites sites reticulum |apparatus membrane re¢
Q96LB3 IFT74_HUMAN [Homo Intraflagellar (18.975734 S32 T73 37217939;39894887;30379171;382 |MASNHKSSAARPVSRGGVGLTGRPP |False False False [2.579 [2.812 False 1.532 False Fal
sapiens |transport 53038 SGIRPLSGNIRVATAMPPGTARPGSR
protein 74 GCPIGTGGVLSSQIKVAHRPVTQQGL
homolog TGMKTGTKGPQRQILDKSYYLGLLR

SKISELTTEVNKLQKGIEMYNQENS
VYLSYEKRAETLAVEIKELQGQLADY
NMLVDKLNTNTEMEEVMNDYNML
KAQNDRETQSLDVIFTERQAKEKQI
RSVEEEIEQEKQATDDIIKNMSFEN
QVKYLEMKTTNEKLLQELDTLQQQL
DSQNMKKESLEAEIAHSQVKQEAVL
LHEKLYELESHRDQMIAEDKSIGSP
MEEREKLLKQIKDDNQEIASMERQL
TDTKEKINQFIEEIRQLDMDLEEHQ
GEMNQKYKELKKREEHMDTFIETF
EETKNQELKRKAQIEANIVALLEHCS
RNINRIEQISSITNQELKMMQDDLN
FKSTEVQKSQSTAQNLTSDIQRLQL
DLQKMELLESKMTEEQHSLKSKIKQ
MTTDLEIYNDLPALKSSGEEKIKKLH
QERMILSTHRNAFKKIMEKQNIEYE
ALKTQLQENETHSQLTNLERKWQH
LEQNNFAMKEFIATKSQESDYQPIK

KNVTKQIAEYNKTIVDALHSTSGN




