UniprotKB Entry name organism full name |oglcnacscore o'glcnac p'h osphorylation PMIDS sequence intracellular extracellular (cytosol nucleus |mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q96LI5 CNO6L_HUMAN Homo CCR4-NOT |30.383313 S468 NaN 40596516;29351928 MRLIGMPKEKYDPPDPRRIYTIMSAE [True False 4.669 [5.0 False False False False False
sapiens |[transcription EVANGKKSHWAELEISGRVRSLSTS
complex LWSLTHLTALHLNDNYLSRIPPDIAK
subunit 6- LHNLVYLDLSSNKLRSLPAELGNMV
like SLRELLLNNNLLRVLPYELGRLFQL

QTLGLKGNPLSQDILNLYQDPDGTR
KLLNFMLDNLAVHPEQLPPRPWITL
KERDQILPSASFTVMCYNVLCDKYA
TRQLYGYCPSWALNWEYRKKGIME
EIVNCDADIISLQEVETEQYFTLFLPA
LKERGYDGFFSPKSRAKIMSEQERK
HVDGCAIFFKTEKFTLVQKHTVEFN
QVAMANSDGSEAMLNRVMTKDNIG
VAVVLEVHKELFGAGMKPIHAADKQ
LLIVANAHMHWDPEYSDVKLIQTM
MFVSEVKNILEKASSRPGSPTADPN
SIPLVLCADLNSLPDSGVVEYLSNGG
VADNHKDFKELRYNECLMNFSCNG
KNGSSEGRITHGFQLKSAYENNLMP
YITNYTFDFKGVIDYIFYSKTHMNVLG
VLGPLDPQWLVENNITGCPHPHIPS
DHFSLLTQLELHPPLLPLVNGVHLP

NRR




