UniprotKB Entry name organism full oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extr.acellular
ID name sites reticulum |apparatus membrane region
Q96MH2 |HEXI2 HUMAN [Homo Protein [28.275761 NaN S29;T32;S39;T46;S51;S53;S71;S76; (39894887 MMATPNQTACNAESPVALEEAKTS [True False 4.528 [4.806 |False False False False 0.535

sapiens HEXIM2 S81 GAPGSPQTPPERHDSGGSLPLTPRM

ESHSEDEDLAGAVGGLGWNSRSPR
TQSPGGCSAEAVLARKKHRRRPSKR
KRHWRPYLELSWAEKQQRDERQSQ
RASRVREEMFAKGQPVAPYNTTQFL
MNDRDPEEPNLDVPHGISHPGSSG
ESEAGDSDGRGRAHGEFQRKDFSE
TYERFHTESLQGRSKQELVRDYLEL
EKRLSQAEEETRRLQQLQACTGQQS
CRQVEELAAEVQRLRTENQRLRQEN
QMWNREGCRCDEEPGT




