UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion en(!op lasmic golgi plasma extl"acellular
ID sites sites reticulum apparatus membrane region
QI96MI6 PPM1M _HUMAN Homo Protein 28.275761 NaN NaN 39894887 MSAGWFRRRFLPGEPLPAPRPPGPH [True False 2.674 |4.554 3.487 0.609 1.714 False False
sapiens phosphatase ASPVPYRRPRFLRGSSSSPGAADASR
1M RPDSRPVRSPARGRTLPWNAGYAEII

NAEKSEFNEDQAACGKLCIRRCEFG
AEEEWLTLCPEEFLTGHYWALFDG
HGGPAAAILAANTLHSCLRRQLEAV
IVEGLVATQPPMHLNGRCICPSDPQF
IVEEKGIRAEDLVIGALESAFQECDEV
IGRELEASGQMGGCTALVAVSLQGK
LYMANAGDSRAILVRRDEIRPLSFEF
TPETERQRIQQLAFVYPELLAGEFTR
LEFPRRLKGDDLGQKVLFRDHHMS
GWSYKRVEKSDLKYPLIHGQGRQAR
LLGTLAVSRGLGDHQLRVLDTNIQL
KPFLLSVPQVTVLDVDQLELQEDDV
IVVMATDGLWDVLSNEQVAWLVRSF
LPGNQEDPHRFSKLAQMLIHSTQGK
EDSLTEEGQVSYDDVSVFVIPLHSQG

QESSDH




