UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion em.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
QI6MSO ROBO3 _HUMAN [Homo Roundabout (24.917859 NaN S1263 28411811 MLRYLLKTLLQMNLFADSLAGDISN |False False 1.462 |2.193 [1.127 0.828 0.614 4.239 1.98

sapiens |homolog 3 SSELLLGFNSSLAALNHTLLPPGDPS

LNGSRVGPEDAMPRIVEQPPDLLVS
RGEPATLPCRAEGRPRPNIEWYKNG
ARVATVREDPRAHRLLLPSGALFFPR
IVHGRRARPDEGVYTCVARNYLGAA
ASRNASLEVAVLRDDFRQSPGNVVV
AVGEPAVLECVPPRGHPEPSVSWRK
DGARLKEEEGRITIRGGKLMMSHTL
KSDAGMYVCVASNMAGERESAAAE
VMVLERPSFLRRPVNQVVLADAPVT
FLCEVKGDPPPRLRWRKEDGELPTG
RYEIRSDHSLWIGHVSAEDEGTYTC
VAENSVGRAEASGSLSVHVPPQLVT
QPQDQMAAPGESVAFQCETKGNPP
PAIFWQKEGSQVLLFPSQSLQPTGR
FSVSPRGQLNITAVQRGDAGYYVCQ
AVSVAGSILAKALLEIKGASLDGLPPV
ILQGPANQTLVLGSSVWLPCRVTGN
PQPSVRWKKDGQWLQGDDLQFKT
MANGTLYIANVQEMDMGFYSCVAK
SSTGEATWSGWLKMREDWGVSPDP
PTEPSSPPGAPSQPVVTEITKNSITLT
WKPNPQTGAAVTSYVIEAFSPAAGN
TWRTVADGVQLETHTVSGLQPNTIY
LFLVRAVGAWGLSEPSPVSEPVRTQ
DSSPSRPVEDPWRGQQGLAEVAVRL
QEPIVLGPRTLQVSWTVDGPVQLVQ
GFRVSWRVAGPEGGSWTMLDLQSP
SQQSTVLRGLPPGTQIQIKVQAQGQE
GLGAESLSVTRSIPEEAPSGPPQGVA
VALGGDGNSSITVSWEPPLPSQQNG
VITEYQIWCLGNESRFHLNRSAAGW
ARSAMLRGLVPGLLYRTLVAAATSA
GVGVPSAPVLVQLPSPPDLEPGLEVG
AGLAVRLARVLREPAFLAGSGAACG
ALLLGLCAALYWRRKQRKELSHYTA
SFAYTPAVSFPHSEGLSGASSRPPM
GLGPAPYSWLADSWPHPSRSPSAQE
PRGSCCPSNPDPDDRYYNEAGISLYL
AQTARGTAAPGEGPVYSTIDPAGEEL
QTFHGGFPQHPSGDLGPWSQYAPP
EWSQGDSGAKGGKVKLLGKPVQMP
SLNWPEALPPPPPSCELSCLEGPEEE
LEGSSEPEEWCPPMPERSHLTEPSS
SGGCLVTPSRRETPSPTPSYGQQSTA
TLTPSPPDPPQPPTDMPHLHQMPRR
VPLGPSSPLSVSQPMLGIREARPAGL
GAGPAASPHLSPSPAPSTASSAPGRT
'WQGNGEMTPPLQGPRARFRKKPKA
LPYRRENSPGDLPPPPLPPPEEEASW
ALELRAAGSMSSLERERSGERKAVQ
AVPLAAQRVLHPDEEAWLPYSRPSF
LSRGQGTSTCSTAGSNSSRGSSSSR
GSRGPGRSRSRSQSRSQSQRPGQKR
REEPR




