UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q96MT1 RN145 HUMAN [Homo RING (19.994096 NaN NaN 37217939 MAAKEKLEAVLNVALRVPSIMLLDV |None None None [None None None None None None
sapiens [finger LYRWDVSSFFQQIQRSSLSNNPLFQ
protein YKYLALNMHYVGYILSVVLLTLPRQH
145 LVQLYLYFLTALLLYAGHQISRDYVR

SELEFAYEGPMYLEPLSMNRFTTALI
GQLVVCTLCSCVMKTKQIWLFSAH
MLPLLARLCLVPLETIVIINKFAMIFT
GLEVLYFLGSNLLVPYNLAKSAYREL
VQVVEVYGLLALGMSLWNQLVVPVL
FMVFWLVLFALQIYSYFSTRDQPAS
RERLLFLFLTSIAECCSTPYSLLGLVF
TVSFVALGVLTLCKFYLQGYRAFMN
DPAMNRGMTEGVTLLILAVQTGLIE
LQVVHRAFLLSIILFIVVASILQSMLEI
ADPIVLALGASRDKSLWKHFRAVSL
CLFLLVFPAYMAYMICQFFHMDFW
LLIIISSSILTSLQVLGTLFIYVLFMVE
EFRKEPVENMDDVIYYVNGTYRLLE
FLVALCVVAYGVSETIFGEWTVMGS
MIIFIHSYYNVWLRAQLGWKSFLLR
RDAVNKIKSLPIATKEQLEKHNDICA
ICYQDMKSAVITPCSHFFHAGCLKK
WLYVQETCPLCHCHLKNSSQLPGLG
TEPVLQPHAGAEQNVMFQEGTEPP
GQEHTPGTRIQEGSRDNNEYIARRP
DNQEGAFDPKEYPHSAKDEAHPVES
A




