QRSERNKRLDADRKIRLSSSASREPY
KNQPEKTCVRKRDPERRAKSPTPDG
SERIGLEVDRRASRSSQSSKEEVNSE
EYGSDHETGSSGSSDEQGNNTENE
EEGVEEDVEEDEEVEEDAEEDEEVD
EDGEEEEEEEEEEEEEEEEEEEEYE
QDERDQKEEGNDYDTRSEASDSGS
ESVSFTDGSVRSGSGTDGSDEKKKE
RKRARGISPIVFDRSGSSASESYAGS
EKKHEKLSSSVRAVRKDQTSKLKYV
LQDARFFLIKSNNHENVSLAKAKGV
WSTLPVNEKKLNLAFRSARSVILIFS
IVRESGKFQGFARLSSESHHGGSPIH
WVLPAGMSAKMLGGVFKIDWICRR
ELPFTKSAHLTNPWNEHKPVKIGRD
GQEIELECGTQLCLLFPPDESIDLYQ
VIHKMRHKRRMHSQPRSRGRPSRR
EPVRDVGRRRPEDYDIHNSRKKPRI
DYPPEFHQRPGYLKDPRYQEVDRRF
SGVRRDVFLNGSYNDYVREFHNMG
PPPPWQGMPPYPGMEQPPHHPYYQ

DKRVHDYDMRVDDFLRRTQAVVSG
RRSRPRERDRERERDRPRDNRRDR
ERDRGRDRERERERLCDRDRDRGE

RGRYRR

HHAPPPQAHPPYSGHHPVPHEARYR

}Jl;l iprotKB Entry name organism [full name |oglcnacscore o.glcnac phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.loplasmlc golgi
sites reticulum |apparatu
Q96MU7  |[YTDC1_HUMAN Homo YTH 21.952706 S396 S35;5118;5120;S146;T148;S308;S3 [40242544;40596516;30379171;285 [MAADSREEKDGELNVLDDILTEVPE [True False False (5.0 False False False
sapiens |domain- 15;S317;S318;S320;S424;S435;S54 (10447 QDDELYNPESEQDKNEKKGSKRKS
containing 5 DRMESTDTKRQKPSVHSRQLVSKPL
protein 1 SSSVSNNKRIVSTKGKSATEYKNEEY




