UniprotKB Entry name lorganism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion enqt’plasmlc golgi plasma exn.‘acellular
ID name sites sites reticulum apparatus membrane [region
QI6MY7 F161B_HUMAN Homo Protein  |18.379595 S621 NaN 30379171 MTVGRPEGAPGGAEGSRQIFPPESF |None None None [None None None None None None

sapiens |[FAM161B ADTEAGEELSGDGLVLPRASKLDEF

LSPEEEIDSTSDSTGSIYQNLQELKQ
KGRWCLLESLFQSDPESDENLSEDE
EDLESFFQDKDRGMVQVQCPQALR
CGSTRRCSSLNNLPSNIPRPQTQPPS
GSRPPSQHRSVSSWASSITVPRPFR
MTLREARKKAEWLGSPASFEQERQ
RAQRQGEEEAECHRQFRAQPVPAH
VYLPLYQEIMERSEARRQAGIQKRKE
LLLSSLKPFSFLEKEEQLKEAARQRD
LAATAEAKISKQKATRRIPKSILEPAL
GDKLQEAELFRKIRIQMRALDMLQM
IASSPIASSSNRANPQPRTATRTQQEK
LGFLHTNFRFQPRVNPVVPDYEGLY
KAFQRRAAKRRETQEATRNKPFLLR
TANLRHPQRPCDAATTGRRQDSPQP
PATPLPRSRSLSGLASLSANTLPVHI
TDATRKRESAVRSALEKKNKADESI
QWLEIHKKKSQAMSKSVTLRAKAM
DPHKSLEEVFKAKLKENRNNDRKR
AKEYKKELEEMKQRIQTRPYLFEQV
IAKDLAKKEAEQWYLDTLKQAGLEED
FVRNKGQGTRAVQEKETKIKDFPRF
QETTKLSIRDPEQGLEGSLEQPASPR
KVLEELSHQSPENLVSLA




